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i) &&?&wMi<omw t * nigkt&fm 

PfjHtiST^Btf&tfe £: LTffl WcYeast Deletion Homozygous Diploid (YK0 Platelets: 
Yeast Deletion Homozygous Diploid complete set, ResGen ™, Invitrogen) oSfK? 

flfe*«c4 8 o oiiw^^fb, >fk^i»RK^» : &is$tt*^i" : i*84a*a»iiU3t (*ifctffl 

1) o Z<DM^(D^<OW&&itt*<k&l7*--?'<-^ : MIPS (Munich Information cente 
r for Protein Sequences) ©fl«fcf£v>, fcfc, MIPSO #0 1 14 itfc^ * * 

fl)«ffii:J:»)*aU«0-P*»), glTOU R L }:t-r^itf lit 1^^*^ : htt P 

://mips. gsf.de/genre/proj/yeast/searchCatalogFirstAction. do?style=catalog. xslt&t 
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[$1-1] 



oi fti* 



01.02.. ^*fe^l5«f£^ft!S 

oi. 03 . . * ? mat 

01.04 y >-i 

01.05.. c-^fbi'&^^^^WbW-tttt 



01.06 .. mm. s»wy^o^v^ 



01.07.. tr#§>\ n^r^^-^^^M^^^it 



01. 20 . . ~&ft!t* 



02 .. ni^/U^— 



02.01 .. 



02.07 .. ^ y VI 



02. io . . h y 



02.il.. ^IfcitfWSa^^W 

02. 13 . . P£R 



02. 16 . . m 



02.19.. ^*/w^-{S#cDftl» (Witt. ^Ja-^, HWM3— *) 



02. 22 . . if V ttisAtitEM 



02. 25 . . fllft5»<OBMk 



02. 99 . . ^GD^/l^— ^fefSrtt 



03 .. 



03.01.. DNA^tiir^i/V^ 



03. 03 . . M 



03.99.. ftiojfflja^B! t sm&fSasfe 



04 



04. 01 . . rRNA £c- 



04. 03 . . tRNA 



04. 05 . . mRNA fc^ 



04. 07 . . RNA tft% 



04. 99 . . fttlCO^^f&'li 



05 .. Ifi^ 



o5.oi .. y 



05. 04 . . SIR 



05. 07 . . siRfty® 



05.10.. T % / T*sAr-tmk-*/^' J z9— t? 
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[* 1 - 2 ] 



10 



10. 01 . . 



10.05 JRJtS^^^^te 



11.01 7s h U^)*^ 




13 . . »ftrt*«PMS/«5^« 



i3.oi.. 



i3. u iWJiaiastt ^jsg 
14 . . << v 



i4. oi . . »iari£* / 

14. 04 . . rWMftik 




29.99 ..ftOftttttJf** ^^fe^tE^T*^ KgS 



30 .. 



30. 01 . . £BJfel£ 



30. 02 . . 



30. 03 . . 



30. 04 . . jRBJfifrte 



30. 05 . . 

30.07 .. /bfoft 



30.08 




30. 10 . . 
30. 16 . . ^ h ^ y K 1) T 



30.19.. -^/i^^s/y— A 



30.22 . . KV-A 



30.25 .. «rfi*fcW:y yy-A 



30. 99 . . $»mm.m <oi&v>MW 
40 .. jfaa&rts^SE 
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62 . . 


S 6 ?5 i± El © 




62.01 


. . €3 S9 co t3 13 




62 . 02 


. . S3 6? CD & ft 




63 . . 




— /^ES^ f £3 * to £S 6*J ) ! 

JO g? r« V W JH "V 3» / — »» nflt **J ' 


63 . 01 






63 . 03 


. . IS ^ © 




63.09 


. . B % 




67 . . 


£ i2 i£ j£ 




67.01 


.. 5 s - ^ / S ft. f 7 ^ r t7 ^ ^ ^ — 




67 . 04 


.. -fifri'h^V;*^ — * — 




67 . 07 


.. C - ft & £ ^: i b £J f- i7^^^— 




67 . 10 


y ^ y s! h 7 > x - ^ 




67 . 1 1 


^ y v f* ? is x & — $ — 




67 . 13 






67 . 16 






67 19 






67 .21 


.. t^^--/377^^ - h ^ > * tf? ~ 


* - 


67.28 






87 . 50 


. .Id »tt «5 




67 . 99 


. . fB CO <£j i* {£ ii 
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[£2-1] 



No 



01 METAB 
OLISM 



DEL003 



DEL004 



DEL009 



DEL016 



DEL023 



DEL028 



DEL031 



DEL038 



DEL052 



DEL056 



DEL064 



DEL073 



YGL026C 



YGR180C 



YDR127W 



YCR028C 



YLR284C 



Y0R221C 



YAL021C 



YGL224C 



YBL042C 



YDR148C 



YHL025W 



YLR307W 



MIPS^IS 



01.01. 01 



01.03. 07 



01.01. 01 

01.02. 04 

01.05. 04 

01.06. 10 

01.07. 10 



01.06. 04 



01.06. 07 



01.05. 04 



01.03. 04 



His (description) 



h 'J ^ h 7 T >5/>9—& : trypt 
ophan synthase 



V u-^Ky #9 9—v 

zjsf yar:^ h : ribonucleotide 
reductase small subunit 



7 n J^^l^ 9 7 7 1^9 V=r i~M 
^ ; arom pentafunctional enzyme 
^yl/V ^ 7 — if : Panto 
thenate permease 



X A- * 3- V * -"f/U 9 2- h7>^~ 
^/ 4 A'-CoA 4 V delt 
a 3-cis-delta2-trans-enoyl-CoA 



isomerase 



o =i^-CoA:ACP f7^7x 
9— : malonyl-CoA^ACP transfe 
rase 

l&H^f- : transcriptional r 
egulator 

try ^ 5-3* 9 is^r^z— a 

: pyrimidine 5-nucleotidase 



01.03. 04 



r> y * 7 — H : Uridine p 



ermease 



01.05.01 



E2 J5fc# : 2-oxoglutar 
ate dehydrogenase complex E2 
component 



01.05.04 



01.05. 01 



^^^SHfcH^F* : Global transcri 
ption activator 

: sporulation-specif ic chitin d 
eacetylase 
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D N A^J& 
03 . . CELL 
CYCLE AND D 
NA PROCESSI 
NG 



DEL082 



DEL083 



DEL004 



DEL010 



DEL011 



DEL015 



DEL019 



DEL022 



DEL048 



DEL050 



DEL051 



YPL129W 



YPR060C 



YGR180C 



YDR150W 



YGL240W 



YBL058W 



YIL036W 



YLR226W 



YLR381W 



Y0R026W 



YPL018W 



01. 04. 04 
01. 05. 04 



01.01. 01 



03. 01. 03 



03. 03. 01 

03.03. 01 

03.03. 01 
03. 03. 02 

03.01. 03 



— i/aV@qP), 30 kD : TPIIPsub 
unit (transcription initiation 
factor), 30 kD 
3|)^;SA^-^: chorismate 
mutase 



/J^-^^^^.^l y h : ribonucleotide 
reductase small subunit 



9 ' nuclear migrat 

ion protein 



^#M£5f S^Efc^ : component of 
the anaphase promoting complex 
Glc7p ^7 ^ *S -Y ^ W MS 
r=. y h : potential regulatory su 
bunit for Glc7p 



ATP/CREB m^m^ : ATF/CREB act 
i vator 



03. 03. 01 



CDK-1*--f * V^t&fclS^^ : div 
ergent CDK-cyclin complex 



03. 03. 04. 05 



T # ^ — ^ ^ h :a T ^ > ? : out 
er kinetochore protein 



03. 03. 01 



ffl J& JB JB *l it * : cell cycl 

e arrest protein 



03. 03. 04. 05 



7 t7 $ — *r ^ h T ^ ^ : out 
er kinetochore protein 



DEL054 


YBL063W 


03.03.01 


=5f * */ V BUSH ^ V 9 : kinesin-r 1 
elated protein | 


DEL057 


YDR363W-A 


03.03.01 


4b ®5 : regulator of exocytosis 
and pseudohyphal differentiat 
ion 


DEL065 


YIR026C 


03, 03. 02 


^av/V^^-^^T^^-*^: Prote 
! in tyrosine phosphatase 


DEL070 


YLR234V/ 


03. 03. 01 


DNA h *K *Y y J* 7 £ II I : DNA to 

1 poisomerase III 
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[312-3] 



04 .. TRANS 
CRIPTION 



DEL082 



DEL012 



DEL019 



DEL021 



DEL022 



DEL026 



DEL027 



DEL031 



DEL033 



DEL049 



DEL055 



DEL058 



DEL059 



DEL060 



YPL129W 



YGR006W 



YIL036W 



YKR082W 



YLR226W 



YML112W 



YMR021C 



YAL021C 



YDR195W 



Y0LO68C 



YBR279W 



YGL070C 



YGL071W 



YGL222C 



03.03, 01 



04.05. 05. OL 



04.05.01.04 



04.07 



04.05. 01. 04 



tfiif -y-zf^^y b (te^^ — 

^~is 3 ^m^F), 30 kD : TFIIF 
subunit (transcription initiat 
ion factor), 30 kD 



U5 snRNA-HS^^^^®^ 5 snR 
NA-associated protein 



ATF/CREB fSttH^ : ATF/CREB act 
ivator 



119 ty/^9 : nuclear pore pr 
otein 



CDK-U*^ 9 !) fftl&ftM&W- : div 
ergent CDK-cyclin complex 



04. 05. 01. 04 



04.05.01.04 



# (CTD) 
dff — E\ v ^rZf^^- $> b : carbo 
xy-terminal domain (CTD) kinas 
e, gamma subunit 
^JBSS^fSttH'?- :metal binding 
activator 



04. 05. 01. 04 



04.05. 05 



H^f- ; transcriptional r 



egulator 

RNA^i* l*fc9**9% : RNA 
3~-end formation protein 



04.05. 01. 04 



ifte^PHUffl ^ ^ W : silencing 
protein 



04. 05.01.04 



04.05. 01. 01 



04.05. 01. 04 



04. 05. 05. 03 



DNA#t#'14 RNA *!> 9— * I 
I IHffiH^F : DNA-directed RNA po 
lymerase II regulator 
DNA#t#tt RNA #!J*-9— t? I 
I, 14.2 KD i^^^i? b : DNA-di 
rected RNA polymerase II, 14. 2 

KD subunit 

^clSfinte^P^J®^ 1 : iron-regula 
ted tra nscriptional repressor 
mRNA 5*-* tf IspfeM : stim 

ulates mRNA decapping 



ffiSE#2 004-3123017 



12 003-403350 



— v 



11/ 



[«2-4] 



DEL082 



DEL015 



ISM 

05 . . PROTE 
IN SYNTHESI 



— is a Is) 
06 . . PROTE 
IN FATE (f o 
lding, modi 
fication, d 
estination) 



DEL044 



DEL062 



DEL077 



DEL007 



DEL008 



DEL011 



DEL013 



DEL018 



DEL020 



YPL129W 



YBL058W 



YLR287C-A 



YGR084C 



YLR344W 



YKL080W 



YLR447C 



YGL240W 



YGR105W 



YGL206C 



YKL119C 



04. 05.01.01 



05.07 



05.01 



05.01 



05.01 



06. 10 



06. 10 



06.07 
06. 13. 01 



06. 10 



06.04 



06. 10 



x-v/ 3 yl^), 30 kD :TFIIF 
subunit (transcription initiat 
ion factor), 30 kD 



Glc7p A4iffi1f 2^ 

=^y h : potential regulatory su 

bunit for Glc7p 



40S y y /^y-^^ 

lss<j? : 40S small subunit ribos 
omal protein 

9 ^ y Y : mitochondri 

al ribosomal protein, small su 
bunit 



60S jz^*-—? h V &V — *># 
: 60S large subunit ribos 

omal protein 



*teH+-ATPT—-£ VI K/-f >- 4 
2 KD ^7^^-y Y :H+-ATPase V 
1 domain 42 KD subunit, vacuol 



ar 



*JffiH+-ATPT— ^V0 K^^V 36 
KD ^-y^^y h :H+-ATPase V0 
domain 36 KD subunit, vacuolar 



^SfHSStB^J^ : component of 
the anaphase promoting complex 



/^ff : ATPase assembly integra 
1 membrane protein 



2 *7 h y >*M0. : clathrin heavy 



chain 



H+-ATPT— T y±^V > 
s<?M- H+-ATPase assembly prot 



em 



ffifE# 2004-3123017 



2003-403350 



^-v: 12/ 



[*2- 5] 



DEL047 



DEL061 



DEL063 



DEL000 



DEL002 



DEL006 



08 . . CELLU 
LAR TRANSPO 
RT AND TRAN 
SPORT MECHA 
NISMS 



DEL007 



DEL008 



DEL018 



DEL021 



DEL046 



DEL054 



YLR306W 



YGL227W 



YGR270W 



YPR036W 



YDR027C 



YHR039C-A 



YKL080W 



YLR447C 



YGL206C 



YKR082W 



YLR292C 



YBL063W 



06.07 



: E2 ubiquit 



in-conjugating enzyme 



06. 13. 04 



h RANBPM NP_005484. 1 
) : weak similarity to human RA 
NBPM NP_005484. 1 



06. 13. 01 



08. 13 



08.07 



08. 13 



08. 13 



08. 13 



08. 19 



08.01 



: 26S proteasome subunit 
?gflSH+-ATPT — ifVl K^-tfV 54 

KD -y-?=^~y V :H+-ATPase VI 
domain 54 KD subunit, vacuolar 



BQ(CjK9(: subunit of VP51-S4 co 
mplex, required for protein so 
rting at the yeast late Golgi 



08.99 



08.22 



*JSlH-tt2& ATPT-if V0 

4 is 13 KD *rrf h : H+-tra 

nsporting ATPase V0 domain 13 

KD subunit, va cuolar 

f£j&H+-»a2l ATPT — If VI FT^ 
V42 KD V V : H+-ATPase 

VI domain 42 KD subunit, vacu 
olar 



mm+-%&& ATPT -if V0 K>* 
^ V 36 KD h : H+-ATP 

ase V0 domain 36 KD subunit, v 
acuolar 

? 7^ y VlftiS : clathrin heavy 
chain 



: nuclear pore pr 
otein 



5/ h : ER protein-translocation 
complex subunit 



V^gflifi^ : kinesin-r 

elated protein 



ttiSE# 2004-3123017 



#jgg 2003-403350 



^-v : 13/ 



[*2-6] 



DEL000 



YPR036W 



13 \ . REGUL 
AT I ON OF / 
INTERACTION 
WITH CELLU 
LAR ENVIRON 
MENT 



DEL006 



YHR039C-A 



DEL007 



YKL080W 



DEL008 



YLR447C 



DEL059 



YGL071W 



DEL065 



YIR026C 



h 

14 . . CELL 
FATE 



DEL001 



YDL151C 



DEL015 



YBL058W 



DEL021 



YKR082W 



DEL032 



YDL151C 



DEL049 



Y0L068C 



13.01.01.03 



13.01.01.03 



*/|&H+-ATPT— VI Y*4^ 5 
4 KD V-zf=L^y h :H+-ATPase VI 
domain 54 KD subunit, vacuola 



13.01.01.01 



13.01.01. 03 



13.01. 01. 01 



ttfl&HMftiS ATP T — ^ VO 

<i Is 13 KD ih^^-^ y h : H+-tra 

nsporting ATPase VO domain 13 

KD subuni t, vacuolar 

ttJfilH-tfeSfe ATPT— ifVl K^-f 
V42 KD 2/ h : H+-ATPase 

VI domain 42 KD subunit, vacu 
olar 



ttfi&H*3S ATPT — VO 

^ ^ 36 KD i^^^— V Y : H+-ATP 

ase VO domain 36 KD subunit, v 

acuolar 



13. 11.03.01 



: iron-regula 
ted transcriptional repressor 



is is 7 *s\7 T : prote 

in tyrosine phosphatase 



14. 04. 03.01 



14. 04. 03. 01 



14. 04. 03. 05 



14. 04. 03.01 



14. 04. 03. 03 



ZRttttttJ^I^ h31^iC||3S: inv 
olved in bipolar bud site sele 



ction 



Glc7p >Kf V i/* AsWKfr?*- 
~y h : potential regulatory su 
bunit for Glc7p 



Glc7p tfx W-V/W|afii5^^^- 
^ 5/ h : potential regulatory su 
bunit for Glc7p 



»ttttUi**-Y haftKBBit: inv 
olved in bipolar bud site sele 



ction 



3te ^#Pf&J * ^ * K • silencing 
protein 



mtiE# 2004-3123017 



#M 2003-403350 



^-v: 14/ 



[SE2-7] 



DEL073 



YLR307W 



30 . . C0NTR 
OL OF CELLU 
LAR 0RGANIZ 
AT I ON 



67 . . TRANS 
PORT FACILI 
TATION 



DEL080 



DEL082 



DEL002 



DEL034 



DEL048 



DEL062 



DEL080 



DELOOO 



DEL005 



YMR032W 



DEL006 



YPL129W 



YDR027C 



YDR414C 



YLR381W 



YGR084C 



YMR032W 



YPR036W 



YHR026W 



14. 04.03.05 



14.01 

14. 04. 03.01 



14. 04. 03.03 



30.01 
30. 04. 03 



30.01 



30. 10. 03 



30. 16 



30. 04 



: sporulation-specif ic chitin d 
eacetylase 
*BI&#SH-M^: involved in cyt 
okinesis 



TFIIFif^^ =■ V ^ (S^^ — > 
x—VgyBf), 30kD:TFIIFs 
ubunit (transcription initiati 

on factor), 30 kD 

VP51-54m^#i^^^- V K ^® 

M&1\Z>&^ : subunit of VP51-54 
complex, required for protein 
sorting at the yeast late Golg 



rt^®^^ V/^^ ^Putative tra 
nsport protein of inner membra 



nes 



y r> $ — ^ b =i T : outer kinet 
ochore protein 



/J^i^*^^ 3 - ^ ^ h : mitochond 
rial ribosomal protein, small 

sub unit 

^fflJ&^St-P^ : involved in cyt 
okinesis 



67.04. 01. 02 
67.50. 22 



ISI&H+-ATPT — " tfVl K^^^54 
KD v V : H+-ATPase VI d 

omain 54 KD subunit, vacuolar 



67.04. 01. 02 
67.50. 22 



fftJ!SH+--ATPT—-£ 23 KD + 7*- 
=■ y h : H+-ATPase 23 KD subunit 
, vacuolar 



YHR039C-A 



67.04. 01. 02 
67.50. 22 



^fiaH+-^an atpt— vo 

/f y 13 KD -$--7^^ y V : H+-tra 
nsporting ATPase V0 domain 13 
KD subunit, vacuolar 



ttJSE# 2004-3123017 



12 003-403350 



^-v: 15/ 



UNCLASSIFIE 
D PROTEINS 



DEL016 



DEL046 



DEL053 



DEL017 



DEL024 



DEL025 



DEL029 



DEL030 
DEL035 



DEL036 



YCR028C 



67.21 



DEL037 



DEL039 



DEL041 



DEL042 



YLR292C 



67.99 



YBL056W 



98. 



YDR149C 



YLR285W 



YLR311C 



Y0R331C 



YPR123C 
YDR525W-A 



YDR539W 



YDR540C 



YGL246C 



YJL204C 



YLR282C 



99. 



99. 



99. 



99. 



99. 
99. 



99. 



99. 



99. 



99. 



99. 



^y|>7 Vgg/*— 5 T — tf : Panto 
thenate permease 



y h : ER protein-translocation 
complex subunit 

~7 it * 7 T $ — £PP2G : ser/thr 
protein phosphatase PP2C 



A. thaliana{£lft* (PSR© 
) : weak similarity to A. thalia 

na hypothet ical protein 

S. tarentolaeCD^ y ^ h V—^sZ 
>v\^5CG4 (ilSfffil) : weak simi 
larity to S. tarentolae cryptog 
ene protein G4 



PMP3/SNA1 mU) 



E.coli rfah-TfeSftfi^raoiEK 
^ V^H55. 3 kDa (Mi&> : simil 
arity to E. coli hypothetical 5 
5. 3 kDa protein in rfah-rfe in 
tergenic region 



«« : simil 
arity to E. coli unknown gene 



C. elegans 0 
{£0 iweak similarity to C. eleg 
ans dom-3 protein 
SNARE Snclp ]) D^f ^/M^KES : in 
volved in recycling of the SNA 
RE Snclp 



tBSE# 2004-3123017 



2003-403350 



16/ 



[*2-9] 



DEL067 



DEL088 



DEL069 



DEL072 



DEL074 



DEL075 



YJL192C 



99. 



mnm b&h ch+]atpt - v> eritj 

jmSSt* Pnal : facilitates EE ex 
port of the yeast plasna oenbr 
ane [H+]ATPase, Pnal 



YJL21 1C 



YKL037W 



99 



99. 



C.elegans ubc-2£ > /< 2 ( 31 M #1 
) : ?;eak sinilarity to C.elegan 
s ubc-2 protein 



YLR283W 



YLR312C 



99. 



99. 



DEL076 



DEL081 



YLR315B 



99. 



YLR320W 



99. 



YPL030W 



99. 



Siac2p <H£1<U> : weak sinilarit 

y to Smc2p 

{R ISe £ > * 2 : hypothetical prot 

e in 

=y v Y 7 7$ V 7$ * > *2 A-IV 
(^^M) : weak similarity to 
rat apol ipoprote in A-IV 



(EK £ > * $ : hypothetical prot 
e in 

C.elegans «ffc*>'<* < « «D 
: similarity to C.elegans hypot 
hetical protein 



[0 0 14] ^ 

[0 0 15] 

3. *tBK-ta* 
[S3] 



mm 




r ^ ;tft» (01.01) 


2 


ft»-C-ft*«5*5 £ T/JK*<bW^» (01.05) 


1 


JBW, BSfl5S6*5i y zfv *J 4 KttMi (01.06 

) 


3 


^ (03. 01) 


2 


JKiaHJH t DN A^o* y v^^^-ffllS^^ (03.0 

3) 


4 


te^-mRNAfe^ (04.05) 


5 


I67x^ h ( 7 * - -< t 5 ^^ 

^-v-3>-) -S6«F» (06.07) 


1 


l§7x^ h ( 7 * ~ A'f* <4 f ^ 015. 7?>74 

-ISS^^^Tty/^ (oe.io) 


4 


ttftrtttS* — (08.13) 


3 


^ (13. 01) 


3 


mfc?** b -j»aa^^(i4-04) 


~3 1 


tt&ffiii ~ A * > h 9 # — # - (67.04) 


4 | 


fll^ffiii-lfe^^^ (67.50) 


4 


ffc&mw& 09) 


4 J 



ffiSE# 2004-3123017 



mm 2003-403350 



^-v: 17/ 



[0 0 161 

mrnmm (08.13) , »rt^%iiip/ffiMffi— -Y^tt** 

13.01), St^it-W * V h v>^^-^- (67.04) , (67.50) tt 

j»iart»»fcifc*«Mii— iWMfcsi (08.13) , nmnmimB/n-sjfem— a •* 
v>&****9*s^ (13.0D, Kti&cem-'f > 5^*-^- (67.04) , »ss«a6- 
mw$m (67.50) {iitiswm^LTv^^ ±m\ oitfc^o?^, 5 0%&z<o% 

3W*B$tLfc 0 tfc, Sf-raRNAtef (04.05) , ttSltDNA^-iMI8 
(03.03) , h-$BJ&5Mb(14.04), HM^DNA^-DNA^ (03.0 

1) % sg7x^F ( 7 * - /u f 4 J' ?\ 4£fP, r'^-r ^ v a >) -Ifif^T 

■fe^y^ (06.10) , ftf-7 5 7ii^ (01.01) , ftflf-C-*S£\ ^TJcfb^ftHf (01 

.05) , mn> mm, ^v^v>fKft» (01.06) m^w^s**^*^-^* 

[0 0 17] 

*mW<r>l5m-mm-Z % %> o #K, ±IBiE2 : $ti^~ i&^lSM^T IHStKdescripti 

& i t >6 s -e i^o 

[0 0 18] 

(2) m^tzmK^w&fc^mm 

frizz*), wtij {±m*^M»*^i *?, r**fiHau i±7c3t, »»*wi&**^r-*s# 

UyT<( WUVttSim^ #2 HSU ifcWtt, 1990^3lfr, 18 9-19 1^- 

USUI, Mi, ^Oi£fc^<7>5m<7)M£ 7n * - T ^ -fe 

[0 0 19] 

( 3 ) 

[0 0 2 0] 

(4) 

[*»J] 

ffilE# 2004-3123017 



3&m 2003-403350 ^- V 18/ 

[0 0 2 1] 

skTtt&minmmizxy) zhK-wmizmm-tzw^ ^wteztibmnmizmmz 
mmm 1 

a) 

^■eritfe^^^^ti Yeast Deletion Homozygous Diploid (YK0 Plate sets: Yeast Del 
etion Homozygous Diploid complete set, ResGen ™, Invitrogen) %$LffiLtz 0 Z\(DM 
{ST-^S^^^MiSaccharomyces crevisiae BY4743-C&&0 »«^itfc^ffltf*f* 6 0 0 

Homozygous diploids (*^SteORH*0 fc LT^W^fS&S^^^ 4 8 0 011 
[0 0 2 2] 

$ tLfca^^ift* ^ypd^i mm*- * * 1 % > *° v ^ ^ > > 2 % . v * 
fco j£#«y»o3Wft*±iBrati&»^i 000 o-fg«u ft^R-a-**^** (^5 

7"W- H± Y P D i^cigilil *°V^:?>>2%. ^3-X2%, 

[0 0 2 3] 



[SM] 



[No 




81* 


C001P 




0. 07jiM 


0. 2*iM 1 


0. 6liM 


C002P 




0. 3mM 


ImM 


3mM 


C003P 




1 raM 


3mM 


9raM 


C004P 




0. 3mM 


ImM 


3 raM 


C005P 




0. 007mM 


0. 02mM 


0. 06roM 


C006P 




0. 033mM 


0. ImM 


0. 3mM 


C007P 




2. 67raM 


[8mM 


24mM 


C008P 




6mM 


[l8mM 


5 4mM 


C009P 




0. 67mM 


{2mM 


6mM 


C010P 


SDS 


0. 003% 


b. 01% 


0. 03% 


COUP 


DMS0 


1% 




9% 


C012P 




3. 3mM 


lOmM 


|30mM 



[0 0 2 4] 

^5. it^mw\z<>^xm&&*^irm.fci-w&fc%L 



ffiSE# 2004-3123017 



mm 2003-403350 



^-v: 19/ 



1*51 



ft * ft « * 


^: 


0 


4149 


l 


348 


2 


135 


3 


59 


4 


61 


5 


32 


6 


21 


7 


1 6 


8 


6 


9 


8 


10 


1 


11 


0 


12 


0 



(;^Uiil6, 6 5ffia^fb^K^tT{i2 1> 5 ««<?Mfc^SK*t Ltii 3 2 „ 

4a«^b^K^L-Cti6 1, 3»««i:^ltii5 9, 2 

CJtLtlll 3 5, 1 f g©«IW«f iC^Ltli 3 4 8*»K «**K^< 

[0 0 2 6] 



miE# 2004-3123017 



#M 2003-403350 



^-y: 20/ 



[^6-1] 



















No 








DEL 000 1 


YPR036R 


10 


1 j 


DEL 001 1 


YDL151C 


9 


2 


DEL002 


YDR027C 


9 


1 


DEL003 | 


YGL026C 


9 


2 


DEL004 1 


YGR180C 


9 


1 


[deloob 1 


YHR026R 


9 


1 


] DEL006 | 


YHR039C-A 


9 


2 


j DEL007 I 


YKL080B 


9 


2 


1 DEL008 1 


YLR447C | 


9 


2 


1 DEL009 1 


YDR127G | 


8 


2 


j DEL010 J 


YDR150H 1 


8 


1 


|DEL011 J 


YGL240B | 


8 


3 


1 DEL012 1 


YGR006H ] 


8 


2 


| DEL013 


YGR105B 


8 


1 


1 DEL014 


YJR104C 


8 


0 


1 DEL015 


YBL0588 


7 


5 


| DEL016 


YCR028C 


1 7 


4 


| DEL017 


YDR149C 


1 7 


5 


1 DEL018 


| YGL206C 


1 7 


5 


1 DEL019 


j YIL036B 


1 7 


4 


1 DEL020 


| YKL119C 


1 7 




1 DEL021 


| YKR082B 


1 7 


2 


1 DEL022 


j YLR226B 


1 7 


* 

2 


1 DEL 023 


1 YLR284C 


1 7 


3 


1 DEL 024 


1 YLR285B 


1 7 


4 


| DEL 025 


| YLR311C 


1 7 


4 


| DEL026 


1 YHL112B 


1 7 


4 


| DEL 027 


| YMR021C 


| 7 


2 


1 DEL028 


| Y0R221C 


1 7 


3 


1 DEL029 


I Y0R331C 


1 7 


3 


| DEL030 


1 YPR123C 


1 7 


3 


1 DEL 031 


| YAL021C 


1 8 ' 


5 



mgE# 2004-3123017 



#M 2003-403350 



DEL 041 
DEL 042 



[% 6-2] 

YJL204C 
YLR282C 



DEL043 



DEL 044 



DEL045 



DEL046 



DEL 047 



DEL048 



DEL049 



DEL 050 



DEL 051 
DEL 052 



DEL 053 
DEL 054 



DEL 055 
DEL056 
DEL 057 



DEL058 
DEL059 



DEL060 
DEL 061 



DEL 062 



DEL063 



DEL 084 



DEL065 
DEL066 
DEL067 



DEL068 



DEL069 



DEL070 



DEL 071 



DEL072 



DEL073 
DEL074 



DEL075 



YLR287C 



YLR287C-A 



YLR290C 



YLR292C 



YLR3Q6R 



YLR381B 



Y0L068C 



YOR026H 
YPL018H 
YBL042C 



YBL056B 
YBL063H 



YBR279B 



YDR148C 
YDR363B-A 



YGL070C 
YGL071G 



YGL222C 
YGL227B 



YGR084C 



YGR270B 



YHL025A 



YIR026C 
YJL188C 
YJL192C 



YJL211C 



YKL037B 



YLR234H 



YLR266C 



YLR283R 



YLR307B 
YLR312C 



YLR315B 



6 
6 



6 



6 



6 



6 



6 



6 



6 



5 
5 



5 
5 



5 
5 



5 
5 
5 



5 
5 



1 
4 

2 



2 
2 



3 



3 
0 
3 



6 
5 



[0 0 2 71 

Mil^O 2 

DEL 0 11, DELO 1 4. DEL016, DELO 1 9, DELO 
2 5 08*^0 *ri»2:LT«*©BY4 7 4 3 *fflv>fco 

ffiSE# 2 0 0 4- 



, DE L 0 0 2 
22, DELO 

3 1 2 3 0 1 7 



#M 2003-403350 



^-v : 22/ 



[0 0 2 8] 

^<7)3>tix> h-b/u*. ML^/n€-^-77^-fffl(0 2i«O^7^5 h\ p-YB 
R072W (TOR07ZWO'/n*-^-OT«KGFP«r5itt) & * tfp-YPLmC (YPL17lC©7n^ 

M t± > P-YBR072W £ #C<£> 3M£ K£K)mWLLtZo 

mm ^t^^-YBR072W^» :/ n * - * - BE?!| & tr # V * * V * ^ K (SCPD : The Promoter 
Database of Saccharomyces cerevisiaeKTP^) (@B^J#-^ 1 ) SrPCRfc J: OJfPii"^^ 

.0-S, SeqjiencherIvy*>'hy->aJiR*fflv»-CK«-U T v 4 ^-(Om^WM 

GCAGTCAACGAGGAGCGAATCAG (@E?!]#^- 2 ) 

GTTMTTTGTTTAGTTTGTTTG (@B^j#^- 3 ) 

i: L7to PCRfi -r > ~? V — b ^ Ltfi^^M (Saccharomyces cerevisiae S288C, Cat 
.40802! Reserch Genetics, Inc.) fcfflv^ SJBBttfljJR©*? h (K0D DNA Polymerase ; 
=1 - KK0D-101. Toyobo) Sr-ffiffl Lfco 

ES2 (pYES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.W. *-*K, S.B. 7 
UAO-X *65?^<BKiB «»* 5 JK, W, pp.234-263, 2000) ) *fflv>fc 0 £ 
^ ^-^-^ g F P *n- Ki-&#V * * V^-f- Kti^^ *-pQBI 63 (Cat n 

0^54-0082, myttmJMm)) <dgfp<du& mm^*) tm^tio t-r. p yes2©#- 

E*n-~>^«M£ (multiple cloning site) 4>pp&cG F P <DtfV % ? V-*?-_K£ff A 
Lfc^^-fctfuSLfco p YES2©(^l:fn*-*-<Z>ffi#*»#itfc^*& 
YBR072WO7n^-^-@B^J^-g-tr* 01 ; * 9 VHr^ KfcWftU @Mfct^77^5 

[0 0 2 9] 

Z.<D-?7X5. ? — -e^#Saccharomyces cerevisiae BY4743 (YK0 Plate s 

ets: Yeast Deletion Homozygous Diploid complete set, ResGen ™. Invitrogen) 

1) SMJ&Saccharomyces cerevisiae BY4743*YPDi&»200ml^rOD660**0 . 5fcfcS 

2 ) U5ml ^T£-buf ferlcSRffl-f* o 

3 ) 2. 511© 'J f f A 7 * r 'f h250^L^^Jn-f ^>o 

4) 300/i 1-fo^LlO^ ^±1279X5 K^**-*&iDU 3 01C3 0^tS 

5) 700// 1 05 0%PEG4000£^3J[JU 3 01C6 0 "9 o 

6) K-h'>3?^ 

7) 1MV;1/Vf >-;VC2 

[0 0 3 0] , n 

: J&'gt&&:<DlfeMl*MW l &1& (SD^i (Yeast nitrogen base without amino acids (D 
ifco 0919-15) + ^3-^ + 7^ m n^~>» KX*)ffvtz 0 

[0 0 3 1 ] 

p-vpLmCte^-fc^KLTPi&Lfco , _ ^ 

:-@:itfc^YPL17lCtf> 7d^-^- I2?1J £ -g- tr # V * * V K (SCPD : The Promoter 
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Database of Saccharomyces cerevisiaeKT^) (I2?lJ#-t 5 ) £PCR£ «fc DUffe-***: 

.0-S, Sequencherlvy * > h ^ v^JK^fflV^T^ffU 7y^-^5^-«*iiWI 

ACaCCCTTCCTTTTTCCCTTTC (I5^J## 6 ) 

CTTCTAAATTTAAACTTCGCTA (|E?iJ#-^ 7 ) 
t Ltzo PCRtix h £ L"C|!^-S:<£>^ / fe# (Saccharomyces cerevisiae S288C, Cat 

.40802, Reserch Genetics, Inc.) *Jflv^ ^IflflO^^ (K0D DNA Polymerase ; 
3-KK0D-10U Toyobo) Srfl^BLfco 

ES2 (pYES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.W. fr-lH^, S.B. 7° 
ijAD-X mttmtVWM ^#^5JK, W, pp. 234-263, 2000) ) £fflv>fc 0 t 
iz, v-#-* y;^fGF P *3— K-f-ftaKU * * Kli'** *-pQBI 63 (Cat n 

o^54-0082, 3BI3tettilX*(»)) <Z>GEP<9*B2~ 4 ) £JBv>fc 0 pYES2<a# 

^?u~=.vyU$L (multiple cloning site) <Dtft:GFP©*'^^l/tf_K^A 
Lfc'** ?-Zftj£Ltz 0 ^V^-C. P YES20GALl7n^-*-<0£l$7>£S*afc^jfc ; 5> 
YP L 1 7 lC<7)7^•^-*-Ic£lJ&-g-if*° , ; % 2 V*^- KttJIU §KlJ:t^7 p 7^ 

[0 0 3 2] 

Cl <£> 7 -7 7. $ Yip 9 — ■C^^Saccharomyces cerevisiae BY4743 (YK0 Plate s 
ets: Yeast Deletion Homozygous Diploid complete set, ResGen ™, Invitrogen) 

1) ^#»Saccharomyces cerevisiae BY4743 5 SrYPDJg«i200mHwTOD660* t O . 5fcfc& 

2 ) Iftt 5 m 1 OTE-buffer^JK»"t*o 

3) 2.5M«0'J f"7 A7-fef^ >250^L : £r^ip-f^)o 

4) 300// lT^^L10 A /l<^±|S-/7^5 K^**-£«U 3 0t)3 0^*tS 

5 ) 700// 1 <D 5 0 %PEG4000£$=Jn U 30C60 d 3g*7 & o 

6) t-fya^ (4 2"C> 5fr) ^-T^o 

7) lMVJVtf h -;Vt2 il^fe^-l-^o 

8) (SD^Sfe^^^T^ym (fc*^v>. n-f*>>) *riJPx.fcfc<&) T 

ffcfc L fc*55 7 V - h & o 

[0 0 3 3 ] 

3£JtlEJftOfllBttX#yBtt (SDi^Jfc (Yeast nitrogen base without amino acids (D 
ifco 0919-15) + ^3-* + 7 5 ( * 3? > , n>f'») fciOfrofco 

[0 0 3 4] 

3) {k^M9&&M 

"C5 0 0flF*JRLT2 5TC> 1 5 HfP^Sffiit**^ V^tJM t LT 6 0 0 nmtf>«; 

RUffi^ 4l*IBI*ff«lx*:3mfi«>«3fc*7n-^--f (FITC 7 -f * * - , EPIC 

SXL-MCL, Bechmancoul ter) fcJfl^TttSaU -7-#-tfi?t*4GFP (green fluo 
rescence protein) o«MtU. 7 n -1M h * - * - K * v 1 «3fe"C 1 
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[0 0 3 5] 

=5 



&&FStLWMiV EL 0 0 0, DEL002. DEL01 K DEL014. DEL01 
6 DEL0 19. DEL 0 2 2. DEL 0 2 5 (*6) «:*^hfflfetUW^n 

^l-^-ry^^m^iamm^mLtzo n^-t^^mmiB y 4 743 h t 

El 2 ilfST-M^D E L 0 1 1 jPiR**^ 1/10 <Di&m, i&fe^&mWD E L 0 1 
4**1/3 0 0 0 ©IS, H5«itDEL0 1 6 W 1 / 3 <£>iftjgK£v>T^ ^S^® 

11 3 f±. itfS^-m^D E L 0 0 2 H>mW<0 1 / 3 <^)zSS. itfe«»D E L 0 1 1 
** 1 / 3 <DWkm, DEL016*n/3 <DWt$t, DEL019025 7& S 1 / 3 OftK, jt 
-fS^m^D EL^l/3 Oift£fci3V*-C£fl:* F 5 -7 A tJS»U/ii t ^tO^o 

H 4 ti, a<5W»D E L 0 0 0 1 / 3 WiftJK. J^FflMMfcD E L 0 1 9 

^1/10 0 <7)itK> DEL 0 2 2^1/1 0 Oiftjg, itfe^-i&^l* D EL 0 2 5^1/ 

H 5 td\ iHS^flfc^D E L 0 1 1 tmfttO 1/10 ^ztJK. jlfz^Sfeift^D E L 0 1 
6*1 /3 (OaUK^^V^T^t:*— *«^JE&^rLfei £ ^UV^So 

£05 J: 3 fc, DEL000, DEL 0 0 2, DEL01 K DEL014. DEL01 
6. DEL 0 1 9, DEL022i3J:O f DEL025{i, »^^BY4 7 4 3 <£ 0 it 
^RtcWi-*J£^tt#3ffif^&100()ftWv»Cfc3WB6B$*Lfeo DEL 0 0 1 4 ti 

SM*o$ttBRTfg&M<7> 1/1 o o o«)ist:^r<)BY4 743 fcjfc^***^*** 

fbft*: (HI2) o 

[0 0 3 6] ^ w 

MIU Lt«SltMSf ^»KJS«rtt«r«l 

[0 0 3 7] 

1 ] 7"? * 5 Fp-YPL171CK <fc 0 »K«S!fc$ *Lfc3M?f-aHM*D ELOllKi 



[HI 2 ] ^7X5 Fp-YBR027WK «t «9 ftfc it£S^flfc*W*D E L 0 1 1 , _D 

EL0 1 4 £ J: £>* D E L 0 1 6 iZ&m, * ^Stft h U * ^ fc**-*-*«KHt*3Fi" 

[0 3] ^7^5 Fp-YBR027W&C i I) ^Jttetft* ftfcafc^Hfc&flcD EL0 0 2, D 
EL01K DEL 0 1 6 , DEL 0 1 Q^it^DEL 0 2 5 £ J t & # K3 

[0 4] ^7 * 5 Fp-YBR027WK «£ 19 T&%$m* *Lfc«fi?y-tt«*feD EL 0 0 0, D 
E L 0 1 9> DEL022£J:U ? DEL025 fc*3 

[H 5 ] 7°7^^ Kp-YPL171C&* «t 59 tLlt&&&&MMV E L 0 1 1 , D 
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#12 0 0 3-4 0 3 3 5 0 ^-v : 1/ 

SEQUENCE LISTING 

<110> DAIKIN INDUSTRIES, LTD. 

<120> Method for detecting a chemical Substance with a gene-disrupted microorgan 
ism 

<130> 190941 
<160> 7 



<210> 1 
<211> 1287 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 1 

gcagtcaacg aggagcgaat cagacgccag tctttcctcc accaagagct cgatctcttc 
catattttcc caagataatg actattccat tcacgatttg ttgtacgaag atattgaaga 
gatggataaa acagacgctt tcaaaattaa caacacaata gcaatcgatg attctaaagc 
tctctttgtc ttctgttcaa acgactcctc ctcaaggaca gcgtctatcg aaacattgca 
cgaatcaaat ttggacaacc tggatatggg ttccagtaga aggacatcgt tggacttttt 
ttaatataac ctaccatagg acacactttg ttgttgatgt tggacaattc gttaattaag 
agtccctaaa cggctctact agttccaacc tcactttgtt ttttcatttt tttatgtttt 
ttctagaacc ttctttacgt gattctcgct cggaatccgt caatagaatg ttttcagtct 
ccgtttcaat attctgcgca catcaatcat tttcttacta catacactaa cattactcct 
agtttaattt aattgaattt ttaactttct tttcttttca tttggcaatt tggctccttg 
aaaacaagac tatgggtctc tctcataagc ctcagggggg gaccccaaaa aaataacgcg 
gccatcttgc atgcaccgtt gaacctgtag cttacagtaa gccacaattc tcttaccttc 
ttggcaatgt ggcacaaaat aatctggtta tgtgtcttca tttggtaatc actgggatgt 
tactggggca gcagcaactc cgtgtgtacc cctaactccg tgtgtacccc taaagaacct 
tgcctgtcaa ggtgcattgt tggatcggaa tagtaaccgt ctttacatga acatccacaa 
ccaacgaaag tgctttttca agcattgctt gatttctaga aagatcgatg gttattccct 
cccccttatg cgtccaaaaa tatagggtgc tcgtaacagt aaggtattcg cacttagcgt 
gctcgcaaca caaaattaag taatatgcga gttttagatg tccttgcgga tctatgcacg 
ttcttgagtg gtatttcata acaacggttc tttttcaccc ttattcctaa acatataaat 
aggacctcca ttagttagag atctgttttt aatccattca cctttcattc tactctctta 
tactaataaa accaccgata aagatatatc agatctctat taaaacaggt atccaaaaaa 
gcaaacaaac aaactaaaca aattaac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1287 



<210> 2 
<211> 23 
<212> DNA 

<213> Artificial Sequence 



<400> 2 

gcagtcaacg aggagcgaat cag 



23 
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<210> 3 
<211>22 
<212> DNA 

<213> Artificial Sequence 

* 

<400> 3 

gttaatttgt ttagtttgtt tg ce> 



<210> 4 
<211> 720 
<212> DNA 

<213> Aequorea victoria 
<400> 4 

atggctagca aaggagaaga actcttcact ggagttgtcc caattcttgt tgaattagat 



60 



180 
240 
300 
360 



ggtgatgtta acggccacaa gttctctgtc agtggagagg gtgaaggtga tgcaacatac 120 
ggaaaactta ccctgaagtt catctgcact actggcaaac tgcctgttcc atggccaaca 
ctagtcacta ctctgtgcta tggtgttcaa tgcttttcaa gatacccgga tcatatgaaa 
cggcatgact ttttcaagag tgccatgccc gaaggttatg tacaggaaag gaccatcttc 
ttcaaagatg acggcaacta caagacacgt gctgaagtca agtttgaagg tgataccctt 
gttaatagaa tcgagttaaa aggtattgac ttcaaggaag atggcaacat tctgggacac 420 
aaattggaat acaactataa ctcacacaat gtatacatca tggcagacaa acaaaagaat 480 
ggaatcaaag tgaacttcaa gacccgccac aacattgaag atggaagcgt tcaactagca 540 
gaccattatc aacaaaatac tccaattggc gatggccctg tccttttacc agacaaccat 600 
tacctgtcca cacaatctgc cctttcgaaa gatcccaacg aaaagagaga ccacatggtc 660 
cttcttgagt ttgtaacagc tgctgggatt acacatggca tggatgaact gtacaactga 720 



<210>5 
<211> 1466 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 5 

acgccccttc ctttttccct ttccttggtg tttgctatta ataaataatg tgcggagctc 



60 



aatcgtcata cgttcacgcc aggctccgga atcagagtac caatgcatgg gtacttattc 120 
tcaaaatgct cttgccactc atccagtgcg tcaatctgtt cttttgtcag atcatctaag 180 
ggatcgatag gctgatccca atctttaata acgtccagat cgaaggagtt caatgcaaga 240 
ccacgcgacg catcatggcc tgcaaagtta gtgtatggcc cgcttggacc gtaaaactgc 
ctccctcttg tgcagtcgta tactttgccc ctaatagcaa taaatatttt ttcatcgtcg 
tggccgttaa atttggaaag cgtcctagga aagaaattac ccgctactac cggttcacta 
cctttattag aatcgtttgt gtttgaggcc ccgttacctg tgagcccggt tggatcctca 
cttgttttaa cacctccaaa taacaagttt ttaatgaagg acatttgttc tctataatat 
tccgatgtac gtgtgtgtgg ctgatgagat ttagactggt tagactattt gacgcgtcta 
ttatagctta ctgcaacaag aaaatgatcg ttgatatata aactctcaga tgtatatatc 
gttctggaaa catcgagcat aatacaatac aattcaacaa aaatgcgaga aggcactgat 720 
gtcttgtcgt taaagaacca aaaacgcgga cactacgacc gtcttatttc cggtagaaaa 780 
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600 
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840 
900 
960 
1020 
1080 



agggtacata cagttgaagg aacgaagaaa attaaaatta gaaaaaaaag taaaataaaa 
caaggaaggt agggtaatat ggtctcgttt cctttgtcgc tccgcaaata aaggagctta 
ttcccgcacg ctcacatggt aatttgcgcc aaatcacgga tgtggaaaac tgatcacgtg 
cttcgatcgc caactactga gcgtcgtccc acactgatct ggcacagctt acctcgcctt 
gaaaatttta atctgtcctg ctcgtttgtt gtatattgct tcttctcaga atatgcccgc 
gataactgac aaagagggtt cgacgtttca gagattctac tcttgaccac tgtttcgtgt 1140 
agccgctcaa ggtttatttc tttcttcttt aatgttcttg gcacttaggc ggctccgtcc 1200 
tccgtctgaa attgccgatc ctattatttg cggagggctc cttagaaggg ctccttagta 1260 
agcagtttgc gttcctgata taactccgtt cagaacaagg ataaagtcgc aataaccatt 1320 
actaagcaca gtgttgtaag taggacaact cgaacctata taagggttgt gaactgtgct 1380 
tgattcttgc ccatcatatg caaaaaagta cgtacttgat atatacaaca actgtagttc 1440 
agtatagcga agtttaaatt tagaag 



<210> 6 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<400> 6 

acgccccttc ctttttccct ttc 



<210> 7 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<400> 7 

cttctaaatt taaacttcgc ta 
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cono Cppm) 
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